
    

HIV CTL Epitopes

I-126
DEC 97

p24 Epitope 1-5
CONSENSUS-B GQMVHQaiSPRTLnAWVKVv
EPITOPE # HLA
1 GQMVHQAISPRTL (Cw3)
2 GQMVHQAISPRTLNAWVKVV (B14)
3 ISPRTLNAW (B*57)
4 ISPRTLNAW (B*5801)
5 TLNAWVKVV (A2)

CONSENSUS-B GQMVHQaiSPRTLnAWVKVv

CONSENSUS-A ---i--pl-----------i
U455 --P----L------------
92UG037 ---I--SL-----------I
BZ126B --------------------
VI59 --I----L--K----$----
VI310 ------SL-----------I
VI57 ---I---V-----------I
K112 ---I--NL-----------I
K88 ---I--TL-----------I
K29 ---T--SL-----------I
K7 R--I--NL-------$---I
K98 ---I--NL-----------I
K89 ---IL-TL-----------I
VI32 ---I--SL-----------I
VI415 ---I---------------I
CI4 ------S------------I
LBV23 ---I---L----------AI
TN243 ------PL------------
TN245 ---A--PL------------
AE_CM240 ---A--PL------------
CI20 ---T--SM-----------I
CI59 ---T--PM-----------I
LBV2310 ---T--PM-----------I
CI51 ---T--S-----------AI
IC144 ---T--P------------I
DJ258 ------PM-----------I
CM238 ------PL------------
UG266 R--TY--L-------$----
Q23 ---I--SL-----------I

CONSENSUS-B --------------------
C18MBC -------------------I
HXB2R --------------------
LAI-LW123 --------------------
AD8 --------------------
WR27 -------L-----F------
SF2 --------------------
BZ167 -------------------I
PH153 --------------------
PH136 -------L------------
TB132 --------------------
BZ190 --------------------
LAI --------------------
MN --------------------
JH31 --------------------
JRCSF -------------------I
JRFL --------------------
OYI ------P-------------
NY5CG --------------------
NL43 --------------------
CDC41 -------------------I
HAN --------------------
CAM1 --------------------
RF --------------------
D31 ------P-------------
UG280 --------------------
YU2 --------------------

CONSENSUS-B --------------------
YU10 --------------------
BCSG3C --------------------
P896 --------------------
GAG46 ------PL------------
MANC ------S-------------
GAG314 --------------------
GAG22 --------------------
GAG15 --------------------
WEAU160 -------L-----------I
1-1 --------------------
2-5 --------------------
4-7 ------PL------------
I07979 --------------------
3202A12 --------------------
3202A21 -------L------------

CONSENSUS-C -------------------i
ETH2220 ------P--A----------
92BR025 ------P--A----------
UG268 -------L-----------I
SM145 -------------------I
ZAM18 ---I---------------I
ZAM20 -------------------I
DJ259 ------PL-----------I
VI313 ------PM-----------I

CONSENSUS-D -------------------I
84ZR085 -------L-----------I
94UG114.1 -----HPL-----------I
ELI -------------------I
Z2Z6 -------------------I
NDK -------------------I
VI205 -----------------E-I
G109 -------L-----------I
K31 ------VM-----------I
UG274 -------------------I
UG270 -------------------I
SE365 -------L-----------I
VI203 -------L-----------I

CONSENSUS-F ------s------------I
93BR020.1 ------SL-----------I
VI174 -------------------I
VI69 -------------------I
BZ162 ------S------------I
VI325 ------PL-----------I

CONSENSUS-G ---?--?-------------
92NG083 ---I----------------
93NG003 --V---P------------I
LBV217 ------P-------------

CONSENSUS-H --------------------
VI525 --------------------
VI557 --P-----------------
90CR056 --------------------

CONSENSUS-O ------------------A-
ANT70 ------------------A-
MVP5180 ------------------A-

CONSENSUS-CPZ -???--???---------?-
CPZGAB --------------------
CPZANT -IAR--PLT---------C-



    

HIV CTL Epitopes

I-127
DEC 97

p24 Epitope 6-9
CONSENSUS-B eEKAFSPEVIPMFsALsEGA
EPITOPE # HLA
6 EEKAFSPEVIPMFSALSEGA (B27)
7 KAFSPEVIPMF (B*57)
8 EVIPMFSAL (A26)
9 VIPMFSAL (Cw0102)

CONSENSUS-B eEKAFSPEVIPMFsALsEGA

CONSENSUS-A --------------------
U455 -D------------------
92UG037 ----L---------------
BZ126B --------------------
VI59 --------------E-----
VI310 --R-----------------
VI57 --------------------
K112 --------------------
K88 --------------------
K29 --------------------
K7 ------L-------------
K98 --------------------
K89 --------------------
VI32 -----------T--------
VI415 --------------------
CI4 --------------------
LBV23 -------------T------
TN243 ---G-N--------------
TN245 ---G-N--------------
AE_CM240 ---G-N--------------
CI20 -------------T------
CI59 -------------T------
LBV2310 --------------------
CI51 --R-----------------
IC144 --------------------
DJ258 -------------T------
CM238 -K-G-N--------------
UG266 --------------------
Q23 --------------------

CONSENSUS-B --------------------
C18MBC --------------------
HXB2R --------------------
LAI-LW123 --------------------
AD8 --------------------
WR27 --------------------
SF2 --------------------
BZ167 --------------------
PH153 --------------------
PH136 --------------------
TB132 --------------------
BZ190 ----------------A---
LAI --------------------
MN --------------------
JH31 --------------------
JRCSF --------------------
JRFL --------------------
OYI ----------------A---
NY5CG --------------------
NL43 --------------------
CDC41 -------------A------
HAN --------------------
CAM1 --------------------
RF --------------------
D31 --------------------

CONSENSUS-B --------------------
UG280 --------------------
YU2 --------------------
YU10 --------------------
BCSG3C --------------------
P896 --------------------
GAG46 --------------------
MANC --------------------
GAG314 --------------------
GAG22 --------------------
GAG15 --------------------
WEAU160 --------------------
1-1 --------------------
2-5 A-------------------
4-7 G-------------------
I07979 --------------------
3202A12 --------------------
3202A21 --------------------

CONSENSUS-C -------------t------
ETH2220 -------------T------
92BR025 -------------T------
UG268 -------------T------
SM145 --------I----T------
ZAM18 -G------I----T------
ZAM20 ----L-QRI----T------
DJ259 -------------T------
VI313 -------------T------

CONSENSUS-D --------------------
84ZR085 -----N--------------
94UG114.1 -----N--------------
ELI --------------------
Z2Z6 --------------------
NDK --------------------
VI205 ---------T----------
G109 -----N-------A------
K31 --------------------
UG274 -------------T------
UG270 --------------------
SE365 ---D---------T------
VI203 -----N--------------

CONSENSUS-F --------------------
93BR020.1 --------------------
VI174 --------------------
VI69 --------------------
BZ162 --------------------
VI325 ----------------AD--

CONSENSUS-G --------------------
92NG083 --------------------
93NG003 ---N---------T------
LBV217 --------------------

CONSENSUS-H --------------------
VI525 --------------------
VI557 --------------------
90CR056 --------------------

CONSENSUS-O -----N--I----M------
ANT70 -----N--I----M------
MVP5180 -----N--I----M------

CONSENSUS-CPZ ---?-?--------------
CPZGAB --------------------
CPZANT ---N-N--------------



    

HIV CTL Epitopes

I-128
DEC 97

p24 Epitope 10

Epitope 10 IPMFSALSEGATPQDL
(B12(44))

CONSENSUS-B IPMFsALsEGAtPQDL

CONSENSUS-A ----------------
U455 ----------------
92UG037 ----------------
BZ126B ----------------
VI59 -----E----------
VI310 ----------------
VI57 ----------------
K112 ----------------
K88 ----------------
K29 ----------------
K7 ----------------
K98 ----------------
K89 ----------------
VI32 --T-------------
VI415 ----------------
CI4 ----------------
LBV23 ----T-----------
TN243 ----------------
TN245 ----------------
AE_CM240 ----------------
CI20 ----T-----------
CI59 ----T-----------
LBV2310 ----------------
CI51 ----------------
IC144 ----------------
DJ258 ----T-----------
CM238 ----------------
UG266 ------------S---
Q23 ----------------

CONSENSUS-B ----------------
C18MBC ----------------
HXB2R ----------------
LAI-LW123 ----------------
AD8 ----------------
WR27 ----------------
SF2 ----------------
BZ167 ----------------
PH153 ----------------
PH136 ----------------
TB132 ----------------
BZ190 -------A--------
LAI ----------------
MN ----------------
JH31 ----------------
JRCSF ----------------
JRFL ----------------
OYI -------A--------
NY5CG ----------------
NL43 ----------------
CDC41 ----A-----------
HAN ----------------
CAM1 ----------------
RF ----------------
D31 ----------------
UG280 ----------------
YU2 ----------------
YU10 ----------------
BCSG3C ----------------
P896 ----------------
GAG46 ----------------
MANC -----------I----
GAG314 ----------------
GAG22 ----------------
GAG15 ----------------
WEAU160 ----------------
1-1 ----------------
2-5 ----------------
4-7 ----------------
I07979 ----------------
3202A12 ----------------
3202A21 ----------------

CONSENSUS-C ----t-----------

ETH2220 ----T-----------
92BR025 ----T-----------
UG268 ----T-----------
SM145 ----T-----------
ZAM18 ----T-----------
ZAM20 ----T-----------
DJ259 ----T-----------
VI313 ----T-----------

CONSENSUS-D ----------------
84ZR085 ----------------
94UG114.1 ----------------
ELI ----------------
Z2Z6 ----------------
NDK ----------------
VI205 T---------------
G109 ----A-----------
K31 ----------------
UG274 ----T-----------
UG270 ----------------
SE365 ----T-----------
VI203 ----------------

CONSENSUS-F ----------------
93BR020.1 ----------------
VI174 ----------------
VI69 ----------------
BZ162 ----------------
VI325 -------AD-------

CONSENSUS-G ----------------
92NG083 ----------------
93NG003 ----T-----------
LBV217 ----------------

CONSENSUS-H ----------------
VI525 ----------------
VI557 ----------------
90CR056 ----------------

CONSENSUS-O ----M------??Y-I
ANT70 ----M------ISY-I
MVP5180 ----M------V-Y-I

CONSENSUS-CPZ -----------?-?-?
CPZGAB -----------L---V
CPZANT -------------H--

p24 Epitope 11

Epitope 11 PQDLNTMLN (B14)

CONSENSUS-B PQDLnTMLN

CONSENSUS-A -----m---
U455 -----M---
92UG037 -----M---
BZ126B ---------
VI59 -----M---
VI310 -----M---
VI57 -----M---
K112 -----M---
K88 -----M---
K29 -----M---
K7 -----V---
K98 -----V---
K89 -----M---
VI32 -----M---
VI415 -----M---
CI4 -----M---
LBV23 -----M---
TN243 -----M---
TN245 -----M---
AE_CM240 -----M---
CI20 -----M---
CI59 -----M---
LBV2310 -----M---
CI51 -----M---
IC144 -----M---
DJ258 -----M---
CM238 -----M---
UG266 S----M---
Q23 -----M---

CONSENSUS-B ---------
C18MBC ---------
HXB2R ---------
LAI-LW123 ---------
AD8 ---------
WR27 ----Y----
SF2 ---------
BZ167 ---------
PH153 ---------
PH136 ---------
TB132 ---------
BZ190 ---------
LAI ---------
MN ---------
JH31 ---------
JRCSF ---------
JRFL ---------
OYI ---------
NY5CG ---------
NL43 ---------
CDC41 ---------
HAN ---------
CAM1 ---------
RF ---------
D31 ---------
UG280 ---------
YU2 ---------
YU10 ---------
BCSG3C ---------
P896 ---------
GAG46 ---------
MANC ---------
GAG314 ---------
GAG22 ---------
GAG15 ---------
WEAU160 ---------
1-1 ---------
2-5 ---------
4-7 ---------
I07979 ---------
3202A12 ---------
3202A21 ---------



    

HIV CTL Epitopes

I-129
DEC 97

CONSENSUS-C ---------

ETH2220 ---------
92BR025 ---------
UG268 ---------
SM145 ---------
ZAM18 ---------
ZAM20 ---------
DJ259 ---------
VI313 ---------

CONSENSUS-D ---------
84ZR085 ---------
94UG114.1 ---------
ELI ---------
Z2Z6 ---------
NDK ---------
VI205 ---------
G109 ---------
K31 ---------
UG274 ---------
UG270 -----A---
SE365 ---------
VI203 ---------

CONSENSUS-F ---------
93BR020.1 ---------
VI174 ---------
VI69 ---------
BZ162 ---------
VI325 ---------

CONSENSUS-G ---------
92NG083 ---------
93NG003 ---------
LBV217 ---------

CONSENSUS-H -----A---
VI525 -----A---
VI557 -----A---
90CR056 -----A---

CONSENSUS-O ?Y-I-----
ANT70 SY-I-----
MVP5180 -Y-I-----

CONSENSUS-CPZ -?-?-----
CPZGAB ---V-----
CPZANT -H-------

p24 Epitope 12

Epitope 12 ATPQDLNTM (B7)

CONSENSUS-B AtPQDLnTM

CONSENSUS-A -------m-
U455 -------M-
92UG037 -------M-
BZ126B ---------
VI59 -------M-
VI310 -------M-
VI57 -------M-
K112 -------M-
K88 -------M-
K29 -------M-
K7 -------V-
K98 -------V-
K89 -------M-
VI32 -------M-
VI415 -------M-
CI4 -------M-
LBV23 -------M-
TN243 -------M-
TN245 -------M-
AE_CM240 -------M-
CI20 -------M-
CI59 -------M-
LBV2310 -------M-
CI51 -------M-
IC144 -------M-
DJ258 -------M-
CM238 -------M-
UG266 --S----M-
Q23 -------M-

CONSENSUS-B ---------
C18MBC ---------
HXB2R ---------
LAI-LW123 ---------
AD8 ---------
WR27 ------Y--
SF2 ---------
BZ167 ---------
PH153 ---------
PH136 ---------
TB132 ---------
BZ190 ---------
LAI ---------
MN ---------
JH31 ---------
JRCSF ---------
JRFL ---------
OYI ---------
NY5CG ---------
NL43 ---------
CDC41 ---------
HAN ---------
CAM1 ---------
RF ---------
D31 ---------
UG280 ---------
YU2 ---------
YU10 ---------
BCSG3C ---------
P896 ---------
GAG46 ---------
MANC -I-------
GAG314 ---------
GAG22 ---------
GAG15 ---------
WEAU160 ---------
1-1 ---------
2-5 ---------
4-7 ---------
I07979 ---------
3202A12 ---------
3202A21 ---------

CONSENSUS-C ---------

ETH2220 ---------
92BR025 ---------
UG268 ---------
SM145 ---------
ZAM18 ---------
ZAM20 ---------
DJ259 ---------
VI313 ---------

CONSENSUS-D ---------
84ZR085 ---------
94UG114.1 ---------
ELI ---------
Z2Z6 ---------
NDK ---------
VI205 ---------
G109 ---------
K31 ---------
UG274 ---------
UG270 -------A-
SE365 ---------
VI203 ---------

CONSENSUS-F ---------
93BR020.1 ---------
VI174 ---------
VI69 ---------
BZ162 ---------
VI325 ---------

CONSENSUS-G ---------
92NG083 ---------
93NG003 ---------
LBV217 ---------

CONSENSUS-H -------A-
VI525 -------A-
VI557 -------A-
90CR056 -------A-

CONSENSUS-O -??Y-I---
ANT70 -ISY-I---
MVP5180 -V-Y-I---

CONSENSUS-CPZ -?-?-?---
CPZGAB -L---V---
CPZANT ---H-----



    

HIV CTL Epitopes

I-130
DEC 97

p24 Epitope 13

Epitope 13 TPQDLNTML (?B7)

CONSENSUS-B tPQDLnTML

CONSENSUS-A ------m--
U455 ------M--
92UG037 ------M--
BZ126B ---------
VI59 ------M--
VI310 ------M--
VI57 ------M--
K112 ------M--
K88 ------M--
K29 ------M--
K7 ------V--
K98 ------V--
K89 ------M--
VI32 ------M--
VI415 ------M--
CI4 ------M--
LBV23 ------M--
TN243 ------M--
TN245 ------M--
AE_CM240 ------M--
CI20 ------M--
CI59 ------M--
LBV2310 ------M--
CI51 ------M--
IC144 ------M--
DJ258 ------M--
CM238 ------M--
UG266 -S----M--
Q23 ------M--

CONSENSUS-B ---------
C18MBC ---------
HXB2R ---------
LAI-LW123 ---------
AD8 ---------
WR27 -----Y---
SF2 ---------
BZ167 ---------
PH153 ---------
PH136 ---------
TB132 ---------
BZ190 ---------
LAI ---------
MN ---------
JH31 ---------
JRCSF ---------
JRFL ---------
OYI ---------
NY5CG ---------
NL43 ---------
CDC41 ---------
HAN ---------
CAM1 ---------
RF ---------
D31 ---------
UG280 ---------
YU2 ---------
YU10 ---------
BCSG3C ---------
P896 ---------
GAG46 ---------
MANC I--------
GAG314 ---------
GAG22 ---------
GAG15 ---------
WEAU160 ---------
1-1 ---------
2-5 ---------
4-7 ---------
I07979 ---------
3202A12 ---------
3202A21 ---------

CONSENSUS-C ---------

ETH2220 ---------
92BR025 ---------
UG268 ---------
SM145 ---------
ZAM18 ---------
ZAM20 ---------
DJ259 ---------
VI313 ---------

CONSENSUS-D ---------
84ZR085 ---------
94UG114.1 ---------
ELI ---------
Z2Z6 ---------
NDK ---------
VI205 ---------
G109 ---------
K31 ---------
UG274 ---------
UG270 ------A--
SE365 ---------
VI203 ---------

CONSENSUS-F ---------
93BR020.1 ---------
VI174 ---------
VI69 ---------
BZ162 ---------
VI325 ---------

CONSENSUS-G ---------
92NG083 ---------
93NG003 ---------
LBV217 ---------

CONSENSUS-H ------A--
VI525 ------A--
VI557 ------A--
90CR056 ------A--

CONSENSUS-O ??Y-I----
ANT70 ISY-I----
MVP5180 V-Y-I----

CONSENSUS-CPZ ?-?-?----
CPZGAB L---V----
CPZANT --H------

p24 Epitope 14

Epitope 14 DLNTMLNTV (B14)

CONSENSUS-B DLnTMLNTV

CONSENSUS-A ---m---i-
U455 ---M---V-
92UG037 ---M---I-
BZ126B ---------
VI59 ---M---V-
VI310 ---M---I-
VI57 ---M---I-
K112 ---M---I-
K88 ---M---I-
K29 ---M---I-
K7 ---V---I-
K98 ---V---I-
K89 ---M---I-
VI32 ---M---I-
VI415 ---M---I-
CI4 ---M---I-
LBV23 ---M---I-
TN243 ---M---I-
TN245 ---M---I-
AE_CM240 ---M---I-
CI20 ---M---I-
CI59 ---M---I-
LBV2310 ---M---I-
CI51 ---M---I-
IC144 ---M---I-
DJ258 ---M---I-
CM238 ---M---I-
UG266 ---M---V-
Q23 ---M---I-

CONSENSUS-B ---------
C18MBC ---------
HXB2R ---------
LAI-LW123 ---------
AD8 ---------
WR27 --Y------
SF2 ---------
BZ167 ---------
PH153 ---------
PH136 ---------
TB132 ---------
BZ190 ---------
LAI ---------
MN ---------
JH31 ---------
JRCSF ---------
JRFL ---------
OYI ---------
NY5CG ---------
NL43 ---------
CDC41 ---------
HAN ---------
CAM1 ---------
RF ---------
D31 ---------
UG280 ---------
YU2 ---------
YU10 ---------
BCSG3C ---------
P896 ---------
GAG46 ---------
MANC ---------
GAG314 ---------
GAG22 ---------
GAG15 ---------
WEAU160 ---------
1-1 ---------
2-5 ---------
4-7 ---------
I07979 ---------
3202A12 ---------
3202A21 ---------



    

HIV CTL Epitopes

I-131
DEC 97

CONSENSUS-C ---------

ETH2220 ---------
92BR025 ---------
UG268 ---------
SM145 ---------
ZAM18 ---------
ZAM20 ---------
DJ259 ---------
VI313 ---------

CONSENSUS-D ---------
84ZR085 ---------
94UG114.1 ---------
ELI ---------
Z2Z6 ---------
NDK ---------
VI205 ---------
G109 --------A
K31 ---------
UG274 ---------
UG270 ---A-----
SE365 ---------
VI203 ---------

CONSENSUS-F ---------
93BR020.1 ---------
VI174 ---------
VI69 ---------
BZ162 ---------
VI325 ---------

CONSENSUS-G ---------
92NG083 ---------
93NG003 ---------
LBV217 ---------

CONSENSUS-H ---A-----
VI525 ---A-----
VI557 ---A---I-
90CR056 ---A-----

CONSENSUS-O -I-----AI
ANT70 -I-----AI
MVP5180 -I-----AI

CONSENSUS-CPZ -?-----A-
CPZGAB -V-----A-
CPZANT -------A-

p24 Epitope 15-16
CONSENSUS-B GHQAAMQMLKe
EPITOPE # HLA
15 HQAAMQMLK (B52)
16 GHQAAMQMLKE (A2)

CONSENSUS-B GHQAAMQMLKe

CONSENSUS-A ----------d
U455 ----------D
92UG037 ----------D
BZ126B ----------D
VI59 ----------D
VI310 ----------D
VI57 ----------D
K112 ----------D
K88 ----------D
K29 ----------D
K7 ----------D
K98 ----------D
K89 ----------D
VI32 ----------D
VI415 ----------D
CI4 ----------D
LBV23 ----------D
TN243 -----------
TN245 -----------
AE_CM240 -----------
CI20 ----------D
CI59 ----------D
LBV2310 ----------D
CI51 ----------D
IC144 ----------D
DJ258 ----------D
CM238 -----------
UG266 ----------D
Q23 ----------D

CONSENSUS-B -----------
C18MBC -----------
HXB2R -----------
LAI-LW123 -----------
AD8 -----------
WR27 -----------
SF2 -----------
BZ167 ----------D
PH153 -----------
PH136 -----------
TB132 -----------
BZ190 -----------
LAI -----------
MN -----------
JH31 -----------
JRCSF -----------
JRFL -----------
OYI -----------
NY5CG -----------
NL43 -----------
CDC41 -----------
HAN -----------
CAM1 -----------
RF -----------
D31 -----------
UG280 -----------
YU2 -----------
YU10 -----------
BCSG3C -----------
P896 -----------
GAG46 -----------
MANC -----------
GAG314 -----------
GAG22 -----------
GAG15 -----------
WEAU160 -----------
1-1 -----------
2-5 -----------
4-7 -----------
I07979 -----------
3202A12 -----------
3202A21 -----------

CONSENSUS-C ----------d

ETH2220 ----------D
92BR025 ----------D
UG268 ----------D
SM145 ----------D
ZAM18 ----------D
ZAM20 ----------D
DJ259 ----------D
VI313 ----------D

CONSENSUS-D -----------
84ZR085 -----------
94UG114.1 ----------D
ELI -----------
Z2Z6 -----------
NDK -----------
VI205 --H--------
G109 -----------
K31 -----------
UG274 -----------
UG270 -----------
SE365 -----------
VI203 -----------

CONSENSUS-F ----------D
93BR020.1 ----------D
VI174 ----------D
VI69 ----------D
BZ162 ----------D
VI325 ----------D

CONSENSUS-G ----------D
92NG083 ----------D
93NG003 ----------D
LBV217 ----------D

CONSENSUS-H ----------D
VI525 -------I--D
VI557 ----------D
90CR056 ----------D

CONSENSUS-O ---G-L-V---
ANT70 ---G-L-V---
MVP5180 ---G-L-V---

CONSENSUS-CPZ ?--G---V---
CPZGAB ---G---V---
CPZANT D--G---V---



    

HIV CTL Epitopes

I-132
DEC 97

p24 Epitope 17

Epitope 17 ETINEEAAEW (A25)

CONSENSUS-B eTINeEAAeW

CONSENSUS-A d---------
U455 D---------
92UG037 D---------
BZ126B D---------
VI59 D--------$
VI310 D---------
VI57 D---------
K112 D---------
K88 D---------
K29 D---------
K7 D--------$
K98 D---------
K89 D---------
VI32 DA------G-
VI415 D---------
CI4 D---G-----
LBV23 D---------
TN243 ----------
TN245 ----------
AE_CM240 ------P---
CI20 D---------
CI59 D---------
LBV2310 D---------
CI51 D---------
IC144 D---------
DJ258 D---------
CM238 ----------
UG266 D--------$
Q23 D---------

CONSENSUS-B ----------
C18MBC ----------
HXB2R ----------
LAI-LW123 ----------
AD8 ----------
WR27 ----D-----
SF2 ----------
BZ167 D---------
PH153 ----------
PH136 ----------
TB132 ----------
BZ190 ----------
LAI ----------
MN ----------
JH31 ----------
JRCSF ----------
JRFL ----------
OYI ----------
NY5CG ----------
NL43 ----------
CDC41 ----------
HAN ----------
CAM1 ----------
RF ----------
D31 ----------
UG280 ----------
YU2 ----------
YU10 ----------
BCSG3C ----------
P896 ----------
GAG46 --------D-
MANC ----------
GAG314 ----------
GAG22 ----------
GAG15 ----------
WEAU160 ----------
1-1 ----------
2-5 ----------
4-7 --------D-
I07979 ----------
3202A12 ----------
3202A21 ----------

CONSENSUS-C d---------

ETH2220 D---------
92BR025 D---------
UG268 D---------
SM145 D---------
ZAM18 D---------
ZAM20 D---------
DJ259 D---------
VI313 D---------

CONSENSUS-D ----------
84ZR085 ----------
94UG114.1 D---------
ELI ----------
Z2Z6 ----------
NDK ----D-----
VI205 ---I------
G109 ----------
K31 ----------
UG274 ----------
UG270 ----------
SE365 ----------
VI203 ----------

CONSENSUS-F D---------
93BR020.1 D---------
VI174 D---------
VI69 D---------
BZ162 D---------
VI325 D---------

CONSENSUS-G D---------
92NG083 D---D-----
93NG003 DS--------
LBV217 D---------

CONSENSUS-H D---------
VI525 D---------
VI557 D---------
90CR056 D---------

CONSENSUS-O -V-----?--
ANT70 -V-----V--
MVP5180 -V--------

CONSENSUS-CPZ -V--------
CPZGAB -V--------
CPZANT -V--------

p24 Epitope 18

Epitope 18 VHPVHAGPIA (B55)

CONSENSUS-B lHPvhAGPia

CONSENSUS-A ?--------p
U455 ---------P
92UG037 --------V-
BZ126B V--------P
VI59 ------R--P
VI310 V---Q---VP
VI57 ---------P
K112 ---------P
K88 ---------P
K29 ---------P
K7 ---------P
K98 ---------P
K89 ---------P
VI32 ---------P
VI415 ---------P
CI4 V--------P
LBV23 V---Q---YP
TN243 V--------P
TN245 V--------P
AE_CM240 V--------P
CI20 V--------P
CI59 V---Q----P
LBV2310 V--------P
CI51 T--------P
IC144 V--------P
DJ258 V--------P
CM238 V--------P
UG266 ----Q-R--P
Q23 ---------P

CONSENSUS-B ----------
C18MBC ---AQ---V-
HXB2R V---------
LAI-LW123 V---------
AD8 ----------
WR27 ----Q---V-
SF2 V---------
BZ167 ----------
PH153 ----------
PH136 --------V-
TB132 ----------
BZ190 ----------
LAI V---------
MN ---------T
JH31 ---AQ-----
JRCSF ----------
JRFL ----------
OYI ----------
NY5CG ----------
NL43 ----------
CDC41 ----------
HAN ----------
CAM1 ----------
RF ----------
D31 ----------
UG280 ----------
YU2 ----------
YU10 ----------
BCSG3C ----Q---V-
P896 ----Q---V-
GAG46 --------V-
MANC --------V-
GAG314 --------V-
GAG22 ----------
GAG15 --------V-
WEAU160 ----------
1-1 --------V-
2-5 ----------
4-7 --------V-
I07979 V---------
3202A12 V---------
3202A21 ----------



    

HIV CTL Epitopes

I-133
DEC 97

CONSENSUS-C --------v-

ETH2220 --------V-
92BR025 --------V-
UG268 --------V-
SM145 ----Q---V-
ZAM18 --------N-
ZAM20 I-------V-
DJ259 ----------
VI313 ----Q---V-

CONSENSUS-D ----------
84ZR085 ----Q---V-
94UG114.1 --------V-
ELI ----------
Z2Z6 ----------
NDK --------V-
VI205 ----------
G109 ----------
K31 ---A------
UG274 V---------
UG270 ----------
SE365 ----------
VI203 ----------

CONSENSUS-F ----q----P
93BR020.1 ---TQ----P
VI174 ----Q----P
VI69 --------NP
BZ162 ---AQ----P
VI325 ---------P

CONSENSUS-G i--qQ----p
92NG083 I--QQ----P
93NG003 ---QQ----P
LBV217 I--QQ----P

CONSENSUS-H v--------P
VI525 ---------P
VI557 V--------P
90CR056 V--------P

CONSENSUS-O T--P??--LP
ANT70 T--PPV--LP
MVP5180 T--PAM--LP

CONSENSUS-CPZ ---T----??
CPZGAB ---T------
CPZANT ---T----VQ

p24 Epitope 19

Epitope 19 HAGPIAPGQMREPRG (A2)

CONSENSUS-B hAGPiaPGQMRePRG

CONSENSUS-A -----p---------
U455 -----P---------
92UG037 ----V----------
BZ126B -----P---------
VI59 --R--P-------K-
VI310 Q---VP---------
VI57 -----P---------
K112 -----P---------
K88 -----P---------
K29 -----P---------
K7 -----P---------
K98 -----P---------
K89 -----P---------
VI32 -----P---------
VI415 -----P---------
CI4 -----PL--------
LBV23 Q---YP---L-----
TN243 -----P---------
TN245 -----P---------
AE_CM240 -----P---------
CI20 -----P---------
CI59 Q----P---------
LBV2310 -----P---------
CI51 -----P---------
IC144 -----P---------
DJ258 -----P---------
CM238 -----P---------
UG266 Q-R--P---------
Q23 -----P---------

CONSENSUS-B ---------------
C18MBC Q---V------D---
HXB2R ---------------
LAI-LW123 ---------------
AD8 ---------------
WR27 Q---V----------
SF2 ---------------
BZ167 ---------------
PH153 ---------------
PH136 ----V----------
TB132 ---------------
BZ190 ---------------
LAI ---------------
MN -----T---------
JH31 Q--------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
NY5CG ---------------
NL43 ---------------
CDC41 ---------------
HAN ---------------
CAM1 ---------------
RF ---------------
D31 ---------------
UG280 ---------------
YU2 ---------------
YU10 ---------------
BCSG3C Q---V----------
P896 Q---V----------
GAG46 ----V----------
MANC ----V----------
GAG314 ----V----------
GAG22 ---------------
GAG15 ----V----------
WEAU160 ---------------
1-1 ----V----------
2-5 ---------------
4-7 ----V----------
I07979 ---------------
3202A12 ---------------
3202A21 ---------------

CONSENSUS-C ----v----------

ETH2220 ----V------D---
92BR025 ----V----------
UG268 ----V----------
SM145 Q---V------D---
ZAM18 ----N----L-----
ZAM20 ----V----------
DJ259 ---------------
VI313 Q---V----I-----

CONSENSUS-D ---------------
84ZR085 Q---V----------
94UG114.1 ----V----L-----
ELI ---------------
Z2Z6 ---------------
NDK ----V----------
VI205 ---------------
G109 ---------------
K31 ---------------
UG274 ---------------
UG270 ---------------
SE365 ---------------
VI203 ---------------

CONSENSUS-F q----P---i-----
93BR020.1 Q----P---I-----
VI174 Q----P---I-----
VI69 ----NP---------
BZ162 Q----P---I-----
VI325 -----P---------

CONSENSUS-G Q----p---I-----
92NG083 Q----P---I---S-
93NG003 Q----P---I-----
LBV217 Q----P---I-D---

CONSENSUS-H -----P---------
VI525 -----P---------
VI557 -----P---------
90CR056 -----P---------

CONSENSUS-O ??--LP---I---T-
ANT70 PV--LP---I---T-
MVP5180 AM--LP---I---T-

CONSENSUS-CPZ ----???--L---?-
CPZGAB ---------L-----
CPZANT ----VQA--L---T-
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p24 Epitope 20-21
CONSENSUS-B TSTLqeqIgW
EPITOPE # HLA
20 TSTLQEQIGW (B*5801)
21 TSTLQEQIGW (B*57)

CONSENSUS-B TSTLqeqIgW

CONSENSUS-A ----------
U455 ---V------
92UG037 ---P----A-
BZ126B ----------
VI59 --------R$
VI310 ----------
VI57 ---P------
K112 ---P------
K88 ---P------
K29 ---P------
K7 ---P---LQ-
K98 ---P---LQ-
K89 ---P---L--
VI32 ---P------
VI415 ---T----A-
CI4 ----------
LBV23 ----A---Q-
TN243 ----------
TN245 ----------
AE_CM240 ----------
CI20 ----------
CI59 --N-------
LBV2310 --N-------
CI51 ----------
IC144 --N---$---
DJ258 ----------
CM238 ----------
UG266 ---V---VR$
Q23 ---P------

CONSENSUS-B ----------
C18MBC ----------
HXB2R ----------
LAI-LW123 ----------
AD8 ----------
WR27 ----xxx---
SF2 ----------
BZ167 ----------
PH153 ----------
PH136 ----------
TB132 ----------
BZ190 ----------
LAI ----------
MN ----------
JH31 ----------
JRCSF ----------
JRFL ----------
OYI ----------
NY5CG ----------
NL43 ----------
CDC41 ----------
HAN ----------
CAM1 ----------
RF ----------
D31 ----------
UG280 ----------
YU2 ----------
YU10 ----------
BCSG3C ----------
P896 ----------
GAG46 ----------
MANC ----------
GAG314 ----------
GAG22 ----------
GAG15 ----------
WEAU160 --------A-
1-1 ----------
2-5 ----------
4-7 ----------
I07979 ----------
3202A12 ----------
3202A21 ----------

CONSENSUS-C --------a-

ETH2220 --------A-
92BR025 --------T-
UG268 --------N-
SM145 --------A-
ZAM18 --------A-
ZAM20 --------A-
DJ259 --N-----A-
VI313 --------A-

CONSENSUS-D ----------
84ZR085 ----------
94UG114.1 --N-------
ELI --------A-
Z2Z6 --------A-
NDK --------A-
VI205 --------A-
G109 --------A-
K31 ----------
UG274 ----------
UG270 --I----V--
SE365 ----------
VI203 ----------

CONSENSUS-F --------q-
93BR020.1 --------Q-
VI174 --------Q-
VI69 --------Q-
BZ162 --------Q-
VI325 --------T-

CONSENSUS-G --------r-
92NG083 --------R-
93NG003 --------T-
LBV217 --------R-

CONSENSUS-H --------A-
VI525 --------A-
VI557 --------A-
90CR056 --------A-

CONSENSUS-O ---Q----?-
ANT70 ---Q----H-
MVP5180 ---Q----I-

CONSENSUS-CPZ ---?---??-
CPZGAB ----------
CPZANT ---V---MQ-

p24 Epitope 22

Epitope 22 IPVGEIYKRWIILGL (B8)

CONSENSUS-B iPVGeIYKRWIIlGL

CONSENSUS-A ----d----------
U455 ----D--R-------
92UG037 ----D-----M----
BZ126B ---------------
VI59 ----D--R-------
VI310 V--------------
VI57 ----D----------
K112 ----D----------
K88 ----D----------
K29 ----D----------
K7 ----D----------
K98 ----D----------
K89 ----D----------
VI32 ----D----------
VI415 N---D----------
CI4 V------R-------
LBV23 ----D--RK------
TN243 ----D----------
TN245 ----D----------
AE_CM240 ----D----------
CI20 V----------V---
CI59 -----------V---
LBV2310 -----------V---
CI51 T-------K------
IC144 -----------V---
DJ258 ----D----------
CM238 ----D----------
UG266 -------R-$-----
Q23 ----D----------

CONSENSUS-B ---------------
C18MBC ---------------
HXB2R ---------------
LAI-LW123 ---------------
AD8 ---------------
WR27 ---------------
SF2 ---------------
BZ167 ----K----------
PH153 ---------------
PH136 ------------M--
TB132 ---------------
BZ190 ------------M--
LAI ---------------
MN ---------------
JH31 ---------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
NY5CG ---------------
NL43 ---------------
CDC41 T--------------
HAN ---------------
CAM1 ---------------
RF ---------------
D31 ---------------
UG280 ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
GAG46 ---------------
MANC ---------------
GAG314 ---------------
GAG22 ---------------
GAG15 ---------------
WEAU160 ---------------
1-1 ---------------
2-5 ---------------
4-7 ---------------
I07979 ---------------
3202A12 ---------------
3202A21 ---------------
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CONSENSUS-C ----d----------

ETH2220 V---D----------
92BR025 V---D----------
UG268 ---------------
SM145 ----D----------
ZAM18 V---D----------
ZAM20 V--------------
DJ259 ----D----------
VI313 ----D----------

CONSENSUS-D ---------------
84ZR085 ---------------
94UG114.1 ---------------
ELI ------------V--
Z2Z6 ---------------
NDK ---------------
VI205 ---KK----------
G109 --------K---M--
K31 ---------------
UG274 ---------------
UG270 ---------------
SE365 ---------------
VI203 ---------------

CONSENSUS-F v--------------
93BR020.1 V----M---------
VI174 V--------------
VI69 ----D----------
BZ162 V--------------
VI325 V--------------

CONSENSUS-G ---------------
92NG083 ---------------
93NG003 ---------------
LBV217 ---------------

CONSENSUS-H ----D----------
VI525 ----D----------
VI557 ----D----------
90CR056 ----D----------

CONSENSUS-O ----D--RK--V---
ANT70 ----D--RK--V---
MVP5180 ----D--RK--V---

CONSENSUS-CPZ ?---D?-?--?-?--
CPZGAB ----DV-R--V----
CPZANT V---D-------M--

p24 Epitope 23-26
CONSENSUS-B nPpiPVGeIYKRWII
EPITOPE # HLA
23 PPIPVGDIY (B35)
24 NPPIPVGEIYKRWII (B8)
25 GEIYKRWII (B8)
26 EIYKRWII (B8)

CONSENSUS-B nPpiPVGeIYKRWII

CONSENSUS-A -------d-------
U455 -------D--R----
92UG037 -------D-----M-
BZ126B ---------------
VI59 -------D--R----
VI310 ---V-----------
VI57 -------D-------
K112 -------D-------
K88 -------D-------
K29 -------D-------
K7 -------D-------
K98 -------D-------
K89 -------D-------
VI32 -------D-------
VI415 ---N---D-------
CI4 ---V------R----
LBV23 -------D--RK---
TN243 -------D-------
TN245 -------D-------
AE_CM240 -------D-------
CI20 ---V----------V
CI59 --------------V
LBV2310 --------------V
CI51 ---T-------K---
IC144 --------------V
DJ258 -------D-------
CM238 -------D-------
UG266 ----------R-$--
Q23 -------D-------

CONSENSUS-B ---------------
C18MBC --A------------
HXB2R ---------------
LAI-LW123 ---------------
AD8 ---------------
WR27 x--------------
SF2 ---------------
BZ167 -------K-------
PH153 ---------------
PH136 ---------------
TB132 ---------------
BZ190 ---------------
LAI ---------------
MN ---------------
JH31 ---------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
NY5CG ---------------
NL43 ---------------
CDC41 ---T-----------
HAN ---------------
CAM1 ---------------
RF ---------------
D31 ---------------
UG280 ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
GAG46 ---------------
MANC ---------------
GAG314 ---------------
GAG22 ---------------
GAG15 ---------------
WEAU160 ---------------
1-1 ---------------
2-5 ---------------
4-7 ---------------
I07979 ---------------

CONSENSUS-B ---------------

3202A12 ---------------
3202A21 ---------------

CONSENSUS-C -------d-------
ETH2220 ---V---D-------
92BR025 ---V---D-------
UG268 ---------------
SM145 -------D-------
ZAM18 ---V---D-------
ZAM20 ---V-----------
DJ259 -------D-------
VI313 -------D-------

CONSENSUS-D ---------------
84ZR085 ---------------
94UG114.1 ---------------
ELI ---------------
Z2Z6 ---------------
NDK ---------------
VI205 ------KK-------
G109 -----------K---
K31 ---------------
UG274 ---------------
UG270 ---------------
SE365 ---------------
VI203 ---------------

CONSENSUS-F ---v-----------
93BR020.1 ---V----M------
VI174 ---V-----------
VI69 -------D-------
BZ162 ---V-----------
VI325 ---V-----------

CONSENSUS-G ---------------
92NG083 ---------------
93NG003 ---------------
LBV217 ---------------

CONSENSUS-H --a----D-------
VI525 --A----D-------
VI557 -------D-------
90CR056 --A----D-------

CONSENSUS-O -??----D--RK--V
ANT70 -Q-----D--RK--V
MVP5180 -.S----D--RK--V

CONSENSUS-CPZ -???---D?-?--?-
CPZGAB -------DV-R--V-
CPZANT -GGV---D-------
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p24 Epitope 27-28
CONSENSUS-B YKRWIIlGLNKIVRMYSPt
EPITOPE # HLA
27 YKRWIILGLNKIVRMYSPT (B27)
28 RRWIQLGLQK (B27)

CONSENSUS-B YKRWIIlGLNKIVRMYSPt

CONSENSUS-A ------------------v
U455 -R----------------V
92UG037 ----M-------------V
BZ126B ------------------V
VI59 -R----------------V
VI310 ------------------V
VI57 ------------------V
K112 ------------------V
K88 ------------------V
K29 ------------------V
K7 ------------------V
K98 ------------------V
K89 ------------------V
VI32 ------------------V
VI415 -------------------
CI4 -R----------------V
LBV23 -RK---------------V
TN243 ------------------I
TN245 ------------------V
AE_CM240 ------------------V
CI20 -----V------------V
CI59 -----V------------V
LBV2310 -----V------------V
CI51 --K---------------V
IC144 -----V------------V
DJ258 ------------------V
CM238 ------------------I
UG266 -R-$--------------V
Q23 ------------------V

CONSENSUS-B -------------------
C18MBC ------------------I
HXB2R -------------------
LAI-LW123 -------------------
AD8 -------------------
WR27 -------------------
SF2 -------------------
BZ167 ------------------I
PH153 -------------------
PH136 ------M------------
TB132 -------------------
BZ190 ------M------------
LAI -------------------
MN ------------------S
JH31 ------------------S
JRCSF ------------------V
JRFL -------------------
OYI -------------------
NY5CG -------------------
NL43 -------------------
CDC41 ------------------I
HAN -------------------
CAM1 -------------------
RF ------------------I
D31 -------------------
UG280 -------------------
YU2 -------------------

CONSENSUS-B -------------------
YU10 -------------------
BCSG3C ------------------S
P896 ------------------S
GAG46 ------------------A
MANC -------------------
GAG314 ------------------A
GAG22 -------------------
GAG15 -------------------
WEAU160 ------------------V
1-1 -------------------
2-5 -------------------
4-7 ------------------A
I07979 -------------------
3202A12 -------------------
3202A21 -------------------

CONSENSUS-C ------------------V
ETH2220 ------------------V
92BR025 ------------------V
UG268 ------------------V
SM145 ------------------V
ZAM18 ------------------V
ZAM20 ------------------V
DJ259 ------------------V
VI313 ------------------V

CONSENSUS-D ------------------V
84ZR085 ------------------V
94UG114.1 ------------------V
ELI ------V-----------V
Z2Z6 ------------------V
NDK ------------------V
VI205 -------------K----V
G109 --K---M-----------V
K31 ------------------V
UG274 ------------------V
UG270 ------------------V
SE365 ------------------V
VI203 ------------------V

CONSENSUS-F ------------------V
93BR020.1 ------------------V
VI174 ------------------V
VI69 ------------------V
BZ162 ------------------V
VI325 ------------------V

CONSENSUS-G ------------------V
92NG083 ------------------V
93NG003 ------------------V
LBV217 ------------------V

CONSENSUS-H ------------------V
VI525 ------------------V
VI557 ------------------V
90CR056 ------------------V

CONSENSUS-O -RK--V-----M-K----V
ANT70 -RK--V-----M-K----V
MVP5180 -RK--V-----M-K----V

CONSENSUS-CPZ -?--?-?----V--?-?-V
CPZGAB -R--V------V----C-V
CPZANT ------M----V--x---V
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p24 Epitope 29-39
CONSENSUS-B KRWIIlGLNKIVRMYSPtSI
EPITOPE # HLA
29 KRWIILGLNKIVRMYSPTSI (Bw62?)
30 KRWIILGLNKIVRMY (B27)
31 KRWIILGLNKIVRMY (A33)
32 KRWIILGLNKIVRMYC (B27)
33 KRWIILGLNKIV (B27)
34 KRWIILGLNK (B*2705)
35 KRWIILGLNK (B27)
36 KRWIIMGNK (B27)
37 LGLNKIVRMY (Bw62)
38 LGLNKIVRMYS (B62)
39 RMYSPTSI (B52)

CONSENSUS-B KRWIIlGLNKIVRMYSPtSI

CONSENSUS-A -----------------v--
U455 R----------------V--
92UG037 ---M-------------V--
BZ126B -----------------V--
VI59 R----------------V--
VI310 -----------------V--
VI57 -----------------V--
K112 -----------------V--
K88 -----------------V--
K29 -----------------V--
K7 -----------------V--
K98 -----------------V--
K89 -----------------V--
VI32 -----------------V--
VI415 --------------------
CI4 R----------------V--
LBV23 RK---------------V--
TN243 -----------------I--
TN245 -----------------V--
AE_CM240 -----------------V--
CI20 ----V------------V--
CI59 ----V------------V--
LBV2310 ----V------------V--
CI51 -K---------------V--
IC144 ----V------------V--
DJ258 -----------------V--
CM238 -----------------I--
UG266 R-$--------------V--
Q23 -----------------V--

CONSENSUS-B --------------------
C18MBC -----------------I--
HXB2R --------------------
LAI-LW123 --------------------
AD8 --------------------
WR27 --------------------
SF2 --------------------
BZ167 -----------------I--
PH153 --------------------
PH136 -----M--------------
TB132 --------------------
BZ190 -----M--------------
LAI --------------------
MN -----------------S--
JH31 -----------------S--
JRCSF -----------------V--
JRFL --------------------
OYI --------------------
NY5CG --------------------
NL43 --------------------
CDC41 -----------------I--
HAN --------------------
CAM1 --------------------
RF -----------------I--

CONSENSUS-B --------------------
D31 --------------------
UG280 --------------------
YU2 --------------------
YU10 --------------------
BCSG3C -----------------S--
P896 -----------------S--
GAG46 -----------------A--
MANC --------------------
GAG314 -----------------A--
GAG22 --------------------
GAG15 --------------------
WEAU160 -----------------V--
1-1 --------------------
2-5 --------------------
4-7 -----------------A--
I07979 --------------------
3202A12 --------------------
3202A21 --------------------

CONSENSUS-C -----------------V--
ETH2220 -----------------V--
92BR025 -----------------V--
UG268 -----------------V--
SM145 -----------------V--
ZAM18 -----------------V--
ZAM20 -----------------V--
DJ259 -----------------V--
VI313 -----------------V--

CONSENSUS-D -----------------V--
84ZR085 -----------------V--
94UG114.1 -----------------V--
ELI -----V-----------V--
Z2Z6 -----------------V--
NDK -----------------V--
VI205 ------------K----V--
G109 -K---M-----------V--
K31 -----------------V--
UG274 -----------------V--
UG270 -----------------V--
SE365 -----------------V--
VI203 -----------------V--

CONSENSUS-F -----------------V--
93BR020.1 -----------------VG-
VI174 -----------------V--
VI69 -----------------V--
BZ162 -----------------V--
VI325 -----------------V--

CONSENSUS-G -----------------V--
92NG083 -----------------V--
93NG003 -----------------V--
LBV217 -----------------V--

CONSENSUS-H -----------------V--
VI525 -----------------V--
VI557 -----------------V--
90CR056 -----------------V--

CONSENSUS-O RK--V-----M-K----V--
ANT70 RK--V-----M-K----V--
MVP5180 RK--V-----M-K----V--

CONSENSUS-CPZ ?--?-?----V--?-?-V--
CPZGAB R--V------V----C-V--
CPZANT -----M----V--x---V--
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p24 Epitope 40-41
CONSENSUS-B PKEpFRDYVDRFYKTLRAEQAs
Epitope # HLA
40 PKEPFRDYVDRFYKTLRAEQAS (B14)
41 DRFYKTLRA (B14)

CONSENSUS-B PKEpFRDYVDRFYKTLRAEQAs

CONSENSUS-A ------------f--------t
U455 ------------F--------T
92UG037 ------------F--------T
BZ126B ------------F--------T
VI59 -----K------F-I------T
VI310 ------------F--------T
VI57 ------------F-V-------
K112 ------------F--------T
K88 ------------F--------T
K29 ------------F--------T
K7 ------------F-A-------
K98 ------------F-A------T
K89 ------------F--------T
VI32 ------------F--------T
VI415 ------------F-I------T
CI4 ------------F-C------T
LBV23 ------------F--------T
TN243 ---------------------T
TN245 ---------------------T
AE_CM240 ---------------------T
CI20 ------------F--------T
CI59 ------------F------$-T
LBV2310 ------------F-V------T
CI51 ------------F--------T
IC144 ------------F---------
DJ258 ------------F--------T
CM238 ---------------------T
UG266 -----KE---K-F--------T
Q23 ------------F--F-----T

CONSENSUS-B ----------------------
C18MBC ---------------------T
HXB2R ----------------------
LAI-LW123 ----------------------
AD8 ----------------------
WR27 ----------------------
SF2 ----------------------
BZ167 ----------------------
PH153 ----------------------
PH136 ----------------------
TB132 ----------------------
BZ190 ----------------------
LAI ----------------------
MN ----------------------
JH31 ----------------------
JRCSF ---------------------T
JRFL ----------------------
OYI ----------------------
NY5CG ----------------------
NL43 ----------------------
CDC41 ----------------------
HAN ---------------------T
CAM1 ----------------------
RF ----------------------
D31 ---------------------T
UG280 ----------------------
YU2 ----------------------

CONSENSUS-B ----------------------
YU10 ----------------------
BCSG3C ---S------------------
P896 ----------------------
GAG46 ----------------------
MANC ----------------------
GAG314 ----------------------
GAG22 ----------------------
GAG15 ----------------------
WEAU160 ---------------------T
1-1 ----------------------
2-5 ----------------------
4-7 ----------------------
I07979 ----------------------
3202A12 ----------------------
3202A21 ---S------------------

CONSENSUS-C ------------F--------t
ETH2220 ------------F--------T
92BR025 ------------F--------T
UG268 ------------F--------T
SM145 ------------F--------T
ZAM18 ------------F--------T
ZAM20 ------------F--------T
DJ259 ------------F---------
VI313 ------------F--------T

CONSENSUS-D ----------------------
84ZR085 ----------------------
94UG114.1 ----------------------
ELI ----------------------
Z2Z6 ----------------------
NDK ----------------------
VI205 --K-------------------
G109 ----------------------
K31 ----------------------
UG274 ----------------------
UG270 ----------------------
SE365 ---------------------T
VI203 ---------------------T

CONSENSUS-F ------------F--------T
93BR020.1 ------------F--------T
VI174 ------------F--------T
VI69 ------------F------E-T
BZ162 ------------F--------T
VI325 ---S--------F--------T

CONSENSUS-G ------------F--------T
92NG083 ------------F--------T
93NG003 ------------F--------T
LBV217 ------------F--------T

CONSENSUS-H ------------F--------T
VI525 ------------F--------T
VI557 ------------F-A------T
90CR056 ------------F--------T

CONSENSUS-O ---------------------T
ANT70 ---------------------T
MVP5180 ---------------------T

CONSENSUS-CPZ ---------------?------
CPZGAB ----------------------
CPZANT ---------------I------
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p24 Epitope 42-44
CONSENSUS-B RAEQAsQeV
EPITOPE # HLA
42 RAEQASQEV (Cw8)
43 RAEQASQEV (B14?)
44 RAEQASQEV (B14)

CONSENSUS-B RAEQAsQeV

CONSENSUS-A -----t---
U455 -----T-D-
92UG037 -----T---
BZ126B -----T---
VI59 -----T---
VI310 -----T-A-
VI57 -------D-
K112 -----T---
K88 -----T---
K29 -----T---
K7 -------D-
K98 -----T---
K89 -----T-D-
VI32 -----T---
VI415 -----T---
CI4 -----T---
LBV23 -----T-D-
TN243 -----T---
TN245 -----T---
AE_CM240 -----T---
CI20 -----T---
CI59 ---$-T---
LBV2310 -----T---
CI51 -----T---
IC144 ---------
DJ258 -----T---
CM238 -----T---
UG266 -----T-D-
Q23 -----T-D-

CONSENSUS-B ---------
C18MBC -----T---
HXB2R ---------
LAI-LW123 ---------
AD8 ---------
WR27 ---------
SF2 -------D-
BZ167 -------D-
PH153 -------D-
PH136 ---------
TB132 ---------
BZ190 ---------
LAI ---------
MN ---------
JH31 ---------
JRCSF -----T---
JRFL ---------
OYI -------D-
NY5CG ---------
NL43 ---------
CDC41 ---------
HAN -----T---
CAM1 ---------
RF -------D-
D31 -----T---
UG280 ---------
YU2 ---------
YU10 ---------
BCSG3C ---------
P896 ---------
GAG46 ---------
MANC ---------
GAG314 ---------
GAG22 -------D-
GAG15 ---------
WEAU160 -----T---
1-1 ---------
2-5 -------D-
4-7 ---------
I07979 -------D-
3202A12 ---------
3202A21 ---------

CONSENSUS-C -----t-D-

ETH2220 -----T-D-
92BR025 -----T-D-
UG268 -----T-D-
SM145 -----T-D-
ZAM18 -----T-D-
ZAM20 -----T-D-
DJ259 -------D-
VI313 -----T-D-

CONSENSUS-D -------d-
84ZR085 ---------
94UG114.1 -------D-
ELI -------D-
Z2Z6 ---------
NDK -------D-
VI205 -------D-
G109 -------D-
K31 -------D-
UG274 -------D-
UG270 -------D-
SE365 -----T---
VI203 -----T---

CONSENSUS-F -----T---
93BR020.1 -----T---
VI174 -----T---
VI69 ---E-T---
BZ162 -----T---
VI325 -----T---

CONSENSUS-G -----T---
92NG083 -----T---
93NG003 -----T---
LBV217 -----T-D-

CONSENSUS-H -----T-d-
VI525 -----T-D-
VI557 -----T---
90CR056 -----T-D-

CONSENSUS-O -----T---
ANT70 -----T---
MVP5180 -----T---

CONSENSUS-CPZ -------?-
CPZGAB ---------
CPZANT -------P-

p24 Epitope 45-47
CONSENSUS-B AEQAsQeVKNw
EPITOPE # HLA
45 AEQASQDVKNW (B44)
46 QASQDVKNW (B*57)
47 QASQDVKNW (Cw0401)

CONSENSUS-B AEQAsQeVKNw

CONSENSUS-A ----t------
U455 ----T-D----
92UG037 ----T----G-
BZ126B ----T------
VI59 ----T------
VI310 ----T-A----
VI57 ------D----
K112 ----T----G-
K88 ----T----G-
K29 ----T----G-
K7 ------D--G$
K98 ----T----G-
K89 ----T-D----
VI32 ----T----G-
VI415 ----T----G-
CI4 ----T------
LBV23 ----T-D----
TN243 ----T------
TN245 ----T------
AE_CM240 ----T------
CI20 ----T------
CI59 --$-T------
LBV2310 ----T------
CI51 ----T------
IC144 -----------
DJ258 ----T------
CM238 ----T------
UG266 ----T-D---$
Q23 ----T-D----

CONSENSUS-B -----------
C18MBC ----T------
HXB2R -----------
LAI-LW123 -----------
AD8 -----------
WR27 -----------
SF2 ------D----
BZ167 ------D----
PH153 ------D----
PH136 -----------
TB132 -----------
BZ190 -----------
LAI -----------
MN ----------R
JH31 -----------
JRCSF ----T------
JRFL -----------
OYI ------D----
NY5CG -----------
NL43 -----------
CDC41 -----------
HAN ----T------
CAM1 -----------
RF ------D----
D31 ----T------
UG280 -----------
YU2 -----------
YU10 -----------
BCSG3C -----------
P896 -----------
GAG46 -----------
MANC -----------
GAG314 -----------
GAG22 ------D----
GAG15 -----------
WEAU160 ----T------
1-1 -----------
2-5 ------D----
4-7 ----------R
I07979 ------D----
3202A12 -----------
3202A21 -----------
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CONSENSUS-C -----t-D----

ETH2220 ----T-D----
92BR025 ----T-D----
UG268 ----T-D----
SM145 ----T-D----
ZAM18 ----T-D----
ZAM20 ----T-D----
DJ259 ------D----
VI313 ----T-D----

CONSENSUS-D ------d----
84ZR085 -----------
94UG114.1 ------D----
ELI ------D----
Z2Z6 ---------G-
NDK ------D----
VI205 ------D----
G109 ------D----
K31 ------D----
UG274 ------D----
UG270 ------D----
SE365 ----T------
VI203 ----T------

CONSENSUS-F ----T----g-
93BR020.1 ----T----G-
VI174 ----T----G-
VI69 --E-T----G-
BZ162 ----T----G-
VI325 ----T------

CONSENSUS-G ----T------
92NG083 ----T----G-
93NG003 ----T------
LBV217 ----T-D----

CONSENSUS-H ----T-d----
VI525 ----T-D----
VI557 ----T----G-
90CR056 ----T-D----

CONSENSUS-O ----T------
ANT70 ----T------
MVP5180 ----T------

CONSENSUS-CPZ ------?--?-
CPZGAB -----------
CPZANT ------P--A-

p24 Epitope 48
Epitope 48 VKNWMTETLL (B8)

CONSENSUS-B VKNwmTETlL

CONSENSUS-A ----------
U455 ----------
92UG037 --G-------
BZ126B ------D---
VI59 ----------
VI310 ----------
VI57 ----------
K112 --G-------
K88 --G-------
K29 --G-------
K7 --G$------
K98 --G-------
K89 ----------
VI32 --G-------
VI415 --G-------
CI4 ----------
LBV23 ----------
TN243 ----------
TN245 ----------
AE_CM240 ----------
CI20 ----------
CI59 ----------
LBV2310 ----------
CI51 ----------
IC144 ----------
DJ258 ----------
CM238 ----------
UG266 ---$------
Q23 ------D---

CONSENSUS-B ----------
C18MBC ----------
HXB2R ----------
LAI-LW123 ----------
AD8 ----------
WR27 ----------
SF2 ----------
BZ167 ----------
PH153 ----------
PH136 ----------
TB132 ----------
BZ190 ----------
LAI ----------
MN ---RT-----
JH31 ----------
JRCSF ----------
JRFL ----------
OYI ----------
NY5CG ----------
NL43 ----------
CDC41 ----------
HAN ----------
CAM1 ----------
RF --------F-
D31 ----------
UG280 ----------
YU2 ----------
YU10 ----------
BCSG3C ----------
P896 ----------
GAG46 ----------
MANC ----------
GAG314 ----------
GAG22 ----------
GAG15 ----------
WEAU160 ----------
1-1 ----------
2-5 ----------
4-7 ---R------
I07979 ----------
3202A12 ----------
3202A21 ----------

CONSENSUS-C ------d---
ETH2220 ------D---
92BR025 ------D---

CONSENSUS-C ------d---

UG268 ------D---
SM145 ------D---
ZAM18 ----------
ZAM20 ------D---
DJ259 ------D---
VI313 ------D---

CONSENSUS-D ----------
84ZR085 ----------
94UG114.1 ----------
ELI ----------
Z2Z6 --G-------
NDK ----------
VI205 ----------
G109 ----------
K31 ----------
UG274 ----------
UG270 ----------
SE365 ----------
VI203 ----------

CONSENSUS-F --g---D---
93BR020.1 --G---D---
VI174 --G---D---
VI69 --G---D---
BZ162 --G---D---
VI325 ------D---

CONSENSUS-G ------D---
92NG083 --G---D---
93NG003 ------D---
LBV217 ------D---

CONSENSUS-H ------d---
VI525 ------D---
VI557 --G---D---
90CR056 ----------

CONSENSUS-O ----------
ANT70 ----------
MVP5180 ----------

CONSENSUS-CPZ --?---?---
CPZGAB ------D---
CPZANT --A-------
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p24 Epitope 49-51
CONSENSUS-B VqNaNPDCKTILKAL
EPITOPE # HLA
49 VQNANPDCKTILKAL (B8)
50 NANPDCKTI (B51)
51 DCKTILKAL (B8)

CONSENSUS-B VqNaNPDCKTILKAL

CONSENSUS-A ---------s--r--
U455 ---------S--R--
92UG037 I--------S--R--
BZ126B ---------S--R--
VI59 ---------S---R-
VI310 ---------S-----
VI57 ---------S--R--
K112 ---------S--RG-
K88 ---------S--R--
K29 I--------S--R--
K7 ---------S-----
K98 ---------S-----
K89 ---------S--R--
VI32 ---------S--R--
VI415 ------------R--
CI4 I--------S--R--
LBV23 ------------R--
TN243 ---------S-----
TN245 ---------S-----
AE_CM240 ---------S-----
CI20 ---------S--R--
CI59 ---------S--R--
LBV2310 ---------S--R--
CI51 ---------S--R--
IC144 ------------R--
DJ258 ---------S--R--
CM238 ---------S-----
UG266 ---------S--R--
Q23 ---------A--R--

CONSENSUS-B ---------------
C18MBC ---------------
HXB2R ---------------
LAI-LW123 ---------------
AD8 ---------------
WR27 ---------------
SF2 ---------------
BZ167 ---------------
PH153 ---------------
PH136 ---------------
TB132 -P-------------
BZ190 ---S-----------
LAI ---------------
MN ---------------
JH31 ---------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
NY5CG ---------------
NL43 ---------------
CDC41 ---------------
HAN ---------------
CAM1 ---------------
RF ---------------
D31 ---------------
UG280 ---S-----------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
GAG46 ---------------
MANC ---------------
GAG314 ---------------
GAG22 ---------------
GAG15 ---------------
WEAU160 ---------------
1-1 ---------------
2-5 ---------------
4-7 ---------------
I07979 ---------------
3202A12 ---------------
3202A21 ---------------

CONSENSUS-C ------------R--

ETH2220 ------------R--
92BR025 ------------R--
UG268 ------------R--
SM145 ------------R--
ZAM18 ------------R--
ZAM20 ------------R--
DJ259 ------------R--
VI313 ------------R--

CONSENSUS-D ---------------
84ZR085 ---------------
94UG114.1 ---------------
ELI ---------------
Z2Z6 ---------------
NDK ---------------
VI205 ---------------
G109 ---------------
K31 ---------------
UG274 --------R------
UG270 ---------------
SE365 ---------N-----
VI203 ---------------

CONSENSUS-F ---------------
93BR020.1 ---------------
VI174 ---------------
VI69 I-------------M
BZ162 ---------------
VI325 ---------------

CONSENSUS-G ------------r--
92NG083 ------------R--
93NG003 ------------R--
LBV217 ---------------

CONSENSUS-H ------------r--
VI525 ---------N-----
VI557 ------------R--
90CR056 ------------R--

CONSENSUS-O ---?-----Q---?-
ANT70 ---------Q---S-
MVP5180 ---S-----Q-----

CONSENSUS-CPZ ?--------?-----
CPZGAB ---------Q-----
CPZANT I--------H-----

p24 Epitope 52

Epitope 52 ACQGVGGPGHK (A11)

CONSENSUS-B ACQGVGGPgHK

CONSENSUS-A -----------
U455 -----------
92UG037 -----------
BZ126B -----------
VI59 -----------
VI310 --------S--
VI57 --------S--
K112 -----------
K88 -----------
K29 -S---------
K7 --------S--
K98 -----------
K89 -----------
VI32 -----------
VI415 -----------
CI4 -----------
LBV23 -----------
TN243 --------S--
TN245 --------S--
AE_CM240 --------S--
CI20 -----------
CI59 -----------
LBV2310 -----------
CI51 S----------
IC144 -----------
DJ258 S----------
CM238 --------S--
UG266 ---R-R--S--
Q23 -----------

CONSENSUS-B -----------
C18MBC --------S--
HXB2R -----------
LAI-LW123 -----------
AD8 -----------
WR27 -----------
SF2 -----------
BZ167 -----------
PH153 -----------
PH136 --------S--
TB132 -----------
BZ190 -----------
LAI -----------
MN -----------
JH31 -----------
JRCSF -----------
JRFL -----------
OYI -----------
NY5CG -----------
NL43 -----------
CDC41 -----------
HAN -----------
CAM1 -----------
RF --------S--
D31 -----------
UG280 -----------
YU2 -----------
YU10 -----------
BCSG3C -----------
P896 -----------
GAG46 -----------
MANC --------S--
GAG314 -----------
GAG22 -----------
GAG15 -----------
WEAU160 -----------
1-1 -----------
2-5 -----------
4-7 -----------
I07979 -----------
3202A12 -----------
3202A21 -----------
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CONSENSUS-C --------s--

ETH2220 --------A--
92BR025 -----------
UG268 -----------
SM145 --------A--
ZAM18 --------S--
ZAM20 --------S--
DJ259 --------S--
VI313 -----------

CONSENSUS-D --------s--
84ZR085 --------S--
94UG114.1 --------S--
ELI --------S--
Z2Z6 --------S--
NDK -----------
VI205 ---E----S--
G109 --------S--
K31 -----------
UG274 --------S--
UG270 --------S--
SE365 ------E-S--
VI203 --------S--

CONSENSUS-F -----------
93BR020.1 --------S--
VI174 -----------
VI69 -----------
BZ162 -----------
VI325 -----------

CONSENSUS-G --------S--
92NG083 --------S--
93NG003 --------S--
LBV217 --------S--

CONSENSUS-H --------s--
VI525 --------S--
VI557 -----------
90CR056 --------S--

CONSENSUS-O --------T--
ANT70 --------T--
MVP5180 --------T--

CONSENSUS-CPZ --------?--
CPZGAB --------S--
CPZANT --------A--

p24 Epitope 53

Epitope 53 GPGHKARVL (B7)

CONSENSUS-B GPgHKARvl

CONSENSUS-A ---------
U455 ---------
92UG037 ---------
BZ126B ---------
VI59 ------K--
VI310 --S----I-
VI57 --S------
K112 -------I-
K88 ---------
K29 ---------
K7 --S---K--
K98 ---------
K89 ---------
VI32 ---------
VI415 ---------
CI4 ---------
LBV23 ---------
TN243 --S------
TN245 --S------
AE_CM240 --S------
CI20 ---------
CI59 ---------
LBV2310 ---------
CI51 ---------
IC144 ---------
DJ258 ---------
CM238 --S------
UG266 --S---Q--
Q23 ---------

CONSENSUS-B ---------
C18MBC --S------
HXB2R ---------
LAI-LW123 ---------
AD8 ---------
WR27 --------x
SF2 ---------
BZ167 ---------
PH153 ---------
PH136 --S------
TB132 ---------
BZ190 ---------
LAI ---------
MN ---------
JH31 ---------
JRCSF ---------
JRFL ---------
OYI ---------
NY5CG ---------
NL43 ---------
CDC41 ---------
HAN ---------
CAM1 ---------
RF --S----I-
D31 ---------
UG280 ---------
YU2 ---------
YU10 ---------
BCSG3C ---------
P896 ---------
GAG46 ---------
MANC --S----I-
GAG314 ---------
GAG22 ---------
GAG15 ---------
WEAU160 ---------
1-1 ---------
2-5 ---------
4-7 ---------
I07979 ---------
3202A12 ---------
3202A21 ---------

CONSENSUS-C --s------

ETH2220 --A------
92BR025 ---------
UG268 ---------
SM145 --A------
ZAM18 --S------
ZAM20 --S------
DJ259 --S------
VI313 ---------

CONSENSUS-D --s------
84ZR085 --S------
94UG114.1 --S------
ELI --S------
Z2Z6 --S------
NDK ---------
VI205 --S------
G109 --S------
K31 ---------
UG274 --S------
UG270 --S------
SE365 E-S------
VI203 --S------

CONSENSUS-F ---------
93BR020.1 --S------
VI174 ---------
VI69 ---------
BZ162 ---------
VI325 -------I-

CONSENSUS-G --S------
92NG083 --S------
93NG003 --S------
LBV217 --S------

CONSENSUS-H --s------
VI525 --S------
VI557 ------K--
90CR056 --S------

CONSENSUS-O --T---??-
ANT70 --T------
MVP5180 --T---KI-

CONSENSUS-CPZ --?------
CPZGAB --S------
CPZANT --A------


